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<210> 1 
<211> 3130 
<212> DNA 
<213> Unknown 



<220> 
<221> CDS 

<222> (604) . . . (284 
<22 3> Human PEX 
<400> 1 

gatccactag taacggccgc carftgtggtg 
atctttgatg aagacaattc ag^caagcag 
attgagatct tgaagtgggt cdggtgaatc 
agtttcacga gaatccagtt ttgataaaac 
catttaaata gctaaaacat cjfcgttcagca 
tgagagaaga gcctgccaaa cagggacttt 
ctgtttgttt tgtctagtca /ggggggaaag 
ttttcatttg tgaagaatta/ tttgagaaag 
tttcttaagc tgtccatta^ tagaagagca 
tgagaccagc caccaaacci cgaaaagtga 
ctg atg gaa gca gaa /aca ggg age 
Met Glu Ala Glu/Thr Gly Ser 
1 / 5 



gaattcaagg 
aatgattctt 
ctggccacct 
aattgttttt 
acatagtaaa 
gctgagggag 
ccaaggcaac 
ggttggcgag 
agagagcctt 
ctttcttctc 
age gtg gag 
Ser Val Glu 
10 



gactcacaca ctgaaagaat 
gcaacagaat tacatgatta 
aacttatcat gatttggggg 
ttcctcccca agtgactata 
acatatatac tcggaacgct 
agcaccaaga taaagcaaca 
caatattttg gtttttataa 
gggagatttc ctgacggcag 
ggatgtcaac gcctcgctct 
gtgtgctctc tacggccctt 
act gga aag aag gcc 
Thr Gly Lys Lys Ala 
15 



aac aga ggc act c 
Asn Arg Gly Thr Atg 
20 



att gcc ctg 
lie Ala Leu 



gtt ctg ggc acg 
Val Leu Gly Thr 
35 



itc etc ttt eta 
Cle Leu Phe Leu 



caa get aaa cag/ gag tac tgc ctg 
Gin Ala Lys Glil Glu Tyr Cys Leu 
50 ' 55 



gte gtg ttt gtc ggt ggc ace eta 
val Val Phe Val Gly Gly Thr Leu 
25 30 

gtg agt caa ggt etc tta agt etc 
Val Ser Gin Gly Leu Leu Ser Leu 
40 45 

aag cea gaa tgc ate gaa geg get 
Lys Pro Glu Cys He Glu Ala Ala 
60 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
648 



696 



744 



792 
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act qcc ate tta agt aaa gta aat ctg tct gtg gat cct tgt gat aat 
^^a Jla fie Leu Ser Lys Val Asn Leu Ser Val Asp Pro Cys Asp Asn 
65 70 75 

ttc ttc egg ttc get tgt gat gge tgg ata age aat aat cea att ccc 
Phe Phe III Phe La Cys Asp Gly Trp He Ser Asn Asn Pro He Pro 



80 



85 90 



ii: z Ill III ^" Ill III s T. 

100 

gae ete aag ttg aag gaa ett ttg gag aaa tea ate agt aga agg egg 
Lp Leu Lys Leu Lys Glu Leu Leu Glu Lys Ser He Ser Arg Arg Arg 
115 120 

z s III s I- ir. - T. m m '^i 

130 135 140 

aat gag aaa geg att gaa aaa gca gat ggc aag cea ctg eta cac ate 
Jsn Glu Lys All He Glu Lys Ala Asp Gly Lys Pro Leu Leu His He 
145 150 

eta egg cat tea cct ttc cge tgg cee gtg ett gaa tet aat att ggc 
Leu 111 His ser Pro Phe Arg Trp Pro Val Leu Glu Ser Asn He Gly 



160 



cct gaa ggg gtt tgg tea gag aga aag ttc age ett etg cag aea ett 
Pro llu Gly ?al Trp Ser Glu Arg Lys Phe Ser Leu Leu Gin Thr Leu 
180 1^5 

aea aea ttt cgt ggt caa tac age aat tct gtg ttc ate egt ttg tat 
III ?h? Phe III oly Gin Tyr Ser Asn Ser Val Phe He Arg Leu Tyr 
195 200 20b 

ctq tec cct gat gae aaa gca tec aat gaa eat ate ttg aag ctg gae 
?a! ser Pro Asp Lp Lys Ala Ser Asn Glu His He Leu Lys Leu Asp 
210 215 220 

caa gea aea etc tec ctg gee gtg agg gaa gae tac ett gat aae agt 
Oil La Thr Leu Ser Leu Ala Val Arg Glu Asp lyr Leu Asp Asn Ser 



225 



230 235 



S 1" "! Ill lil 1% l^a III '^l "1 III ?a? S 



240 



245 250 



act gee gtg ett tta gga get aae agt tec aga gea gag cat gae atg 
Thr La val Leu Leu Gly Ala Asn Ser Ser Arg Ala Glu His Asp Met 
260 265 

^^a tea atq etc aga ttg gaa att aag ata get gag ata atg att cea 
JJs sir vll Leu A?g Leu Lu He Lys He Ala Glu He Met He Pro 

275 280 



840 



888 



936 



984 



1032 



1080 



1128 



1176 



1224 



1272 



1320 



1368 



1416 



1464 
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Up 



cat gaa aac cga acc age gag gcc atg tac aac aaa atg aac att tct 
His Glu Asn Arg Thr Ser Glu Ala Met Tyr Asn Lys Met Asn He Ser 
290 



295 



gaa ctg agt get atg att ccc cag ttc gac tgg ctg ggc tac ate aag 
Glu Leu ser Ala Met He Pro Gin Phe Asp Trp Leu Gly Tyr He Lys 
305 310 315 

aag gtc att gac acc aga etc tac cec eat ctg aaa gac ate age ccc 
Lys Val He Asp Thr Arg Leu Tyr Pro His Leu Lys Asp He Ser Pro 
320 325 330 335 

tec gag aat gtg gtg gte cgc gtc ecg cag tae ttt aaa gat ttg ttt 
Ser Glu Asn Val Val Val Arg Val Pro Gin Tyr Phe Lys Asp Leu Phe 
340 345 350 

I agg ata tta ggg tet gag aga aag aag acc att gac aac tat ttg gtg 

Arg He Leu Gly Ser Glu Arg Lys Lys Thr He Asp Asn Tyr Leu Val 
355 360 365 



1512 



1560 



1608 



1656 



1704 



f: tgg aga atg gtt tat tec aga att cea aac ett age agg cgc ttt cag 1752 

■ Trp Arg Met Val Tyr Ser Arg He Pro Asn Leu Ser Arg Arg Phe Gin 

^ ^ 375 380 



1800 



tat aga tgg ctg gaa ttc tea agg gta ate cag ggg acc aca act ttg 

a Tyr Arg Trp Leu Glu Phe Ser Arg Val He Gin Gly Thr Thr Thr Leu 

i 385 390 395 

fe ctg ect eaa agg gac aaa tgt gta aac ttt att gaa agt gee etc cct 1848 

Leu pro Gin Arg Asp Lys Cys Val Asn Phe He Glu Ser Ala Leu Pro 

5 400 405 410 415 

tat gtt gtt gga aag atg ttt gta gat gtg tac ttc cag gaa gat aag 
Tvr val val Gly Lys Met Phe Val Asp Val Tyr Phe Gin Glu Asp Lys 
420 425 430 

aag gaa atg atg gag gaa ttg gtt gag ggc gtt cgc tgg gcc ttt att 
Lys Glu Met Met Glu Glu Leu Val Glu Gly Val Arg Trp Ala Phe He 
435 440 445 

gac atg eta gag aaa gaa aat gag tgg atg gat gca gga acg aaa agg 
ASP Met Leu Glu Lys Glu Asn Glu Trp Met Asp Ala Gly Thr Lys Arg 
450 455 460 

aaa gcc aaa gaa aag geg aga get gtt ttg gca aaa gtt ggc tat cea 
Lys Ala Lys Glu Lys Ala Arg Ala Val Leu Ala Lys Val Gly Tyr Pro 
465 470 475 

gag ttt ata atg aat gat act eat gtt aat gaa gac etc aaa get ate 
Glu Phe He Met Asn Asp Thr His Val Asn Glu Asp Leu Lys Ala He 
480 485 490 495 

aag ttt tea gaa gcc gac tac ttt ggc aac gtc eta eaa act cgc aag 
Lys Phe ser Glu Ala Asp Tyr Phe Gly Asn Val Leu Gin Thr Arg Lys 
500 505 510 



1896 



1944 



1992 



2040 



2088 



2136 
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ii 



h4 



tat tta gca cag tct gat ttc ttc tgg eta aga aaa gcc gtt cca aaa 
Tvr Leu Ala Gin Ser Asp Phe Phe Trp Leu Arg Lys Ala Val Pro Lys 

520 525 



515 



aca gag tgg ttt aca aat ccg acg act gtc aat gcc ttc tac agt gca 
Thr Glu Trp Phe Thr Asn Pro Thr Thr Val Asn Ala Phe Tyr Ser Ala 



530 



535 540 



tec acc aac cag ate cga ttt cca gca gga gag etc cag aag cet ttc 
Ser Thr Asn Gin He Arg Phe Pro Ala Gly Glu Leu Gin Lys Pro Phe 



545 



550 555 



ttt tgg gga aca gaa tat ect cga tct ctg agt tat ggt get ata gga 
Phe Trp Gly Thr Glu Tyr Pro Arg Ser Leu Ser Tyr Gly Ala He Gly 



560 565 



570 575 



4 gta att gtc gga eat gaa ttt aca cat gga ttt gat aat aat ggt aga 

Val He val Gly His Glu Phe Thr His Gly Phe Asp Asn Asn Gly Arg 



'•rn 580 



585 590 



aaa tat gat aaa aat gga aac ctg gat ect tgg tgg tct act gaa tea 
Lys Tyr Asp Lys Asn Gly Asn Leu Asp Pro Trp Trp Ser Thr Glu Ser 

600 605 



595 



qaa gaa aag ttt aag gaa aaa aca aaa tgc atg att aac cag tat age 
Glu Glu Lys Phe Lys Glu Lys Thr Lys Cys Met He Asn Gin Tyr Ser 



610 



615 620 



aac tat tat tgg aag aaa get gge tta aat gtc aag ggg aag agg ace 
ri Asn Tyr Tyr Trp Lys Lys Ala Gly Leu Asn Val Lys Gly Lys Arg Thr 



625 



630 635 



Ctg gga gaa aat att get gat aat gga gge ctg egg gaa get ttt agg 
Leu Gly Glu Asn He Ala Asp Asn Gly Gly Leu Arg Glu Ala Phe Arg 

650 655 



640 645 



get tae agg aaa tgg ata aat gac aga agg cag gga ctt gag gag ect 
Ala Tyr Arg Lys Trp He Asn Asp Arg Arg Gin Gly Leu Glu Glu Pro 

665 670 



660 



ctt eta cca gge ate aca ttc acc aac aac cag etc ttc ttc ctg agt 
Leu Leu Pro Gly He Thr Phe Thr Asn Asn Gin Leu Phe Phe Leu Ser 



675 



680 685 



tat get eat gtg agg tgc aat tec tac aga cca gaa get gcc cga gaa 
Tyr Ala His Val Arg Cys Asn Ser Tyr Arg Pro Glu Ala Ala Arg Glu 



690 



695 700 



caa gtc caa att ggt get cac agt cec ect cag ttt agg gtc aat ggt 
Gin Val Gin He Gly Ala His Ser Pro Pro Gin Phe Arg Val Asn Gly 
705 710 715 

gca att agt aac ttt gaa gaa ttc cag aaa get ttt aac tgt cca cec 
Ala He Ser Asn Phe Glu Glu Phe Gin Lys Ala Phe Asn Cys Pro Pro 
720 725 730 735 



2184 



2232 



2280 



2328 



2376 



2424 



2472 



2520 



2568 



2616 



2664 



2712 



2760 



2808 
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aat tec acg atg aac aga ggc atg gac tec tge cga etc t ggtagetggg 2858 
Asn Ser Thr Met Asn Arg Gly Met Asp Ser Cys Arg Leu 



740 745 



acgetggttt atggcatect gagacagttg eacagtgeca gcggaggetg ^^^^gagcct 
JcEleeca tt|?tttagg ectggaggag ettteatttt tagtgcattt ^eattatttg 
ggJagltgac etgettggat etagaeagea tctgtteaaa 9ttgtagggc ttataaagtg 
gaatataaga agaaetaagt atgtttettt agaaaateaa aceaaeaaaa ataaatecet 
aggctacttt tgttaaaaaa aaaaaaaaaa aa 



2918 
2978 
3038 
3098 
3130 



^^^^ 



m 
m 



m 



<210> 2 
<211> 749 
<212> PRT 
<213> Unknown 

<220> 

<22 3> Human PEX 



Met Glu'A°ia Glu Thr Gly Ser Ser Val Glu Thr Gly Lys Lys Ala Asn 

Arg Gly Thr Arg lie Ala Leu Val Val Phe Val Gly Gly Thr Leu Val 

20 25 
Leu Gly Thr He Leu Phe Leu Val Ser Gin Gly Leu Leu Ser Leu Gin 



35 40 



Ala Lys Gin Glu Tyr Cys Leu Lys Pro Glu Cys lie Glu Ala Ala Ala 
Ala iL Leu ser Lys Val lln Leu Ser Val Asp Pro Cys Asp Asn Phe 



C3 ^5 ^° 



75 80 
Phe Arg Phe Ala Cys Asp Gly Trp He Ser Asn Asn Pro He Pro Glu 

ASP Met Pro Ser ^yr Gly Val Tyr Pro Trp Leu Arg His Asn Val Asp 

Leu Lys Leu iys Glu Leu Leu Glu lyl Ser He Ser Arg Arg Arg Asp 

Thr Glu ila He Gin Lys Ala ^ys He Leu Tyr Ser Ser Cys Met Asn 



130 135 



Glu Lys Ala He Glu Lys Ala Asp Gly Lys Pro Leu Leu His He Leu 
III His ser pro Phe ^rg Trp Pro Val Leu Glu Ser Asn He Gly Pro 



165 



170 



Glu Gly val Trp Ser Glu Arg Lys Phe Ser Leu Leu Gin Thr Leu Ala 



180 -.- w 

Thr Phe Arg Gly Gin Tyr Ser Asn Ser Val Phe He Arg Leu Tyr Val 



185 



ser Pro Isp Asp Lys Ala Ser Zn Glu His He Leu Lys Leu Asp Gin 



200 



205 



Ala T^r Leu Ser Leu Ala Va^ Arg Glu Asp Tyr Leu Asp Asn Ser Thr 



215 



220 



Glu Ala Lys ser Tyr Irg Asp Ala Leu Tyr Lys Phe Met Val Asp Thr 



235 



240 



Ala val Leu Leu G^ly Ala Asn Ser Ser A^g Ala Glu His Asp Met Lys 



250 



ser val Leu ^rg Leu Glu He Lys H^ Ala Glu He Met He Pro His 



265 270 
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275 

Glu Asn Arg Thr 
290 

Leu Ser Ala Met 
305 

Val lie Asp Thr 

Glu Asn Val Val 
340 

lie Leu Gly Ser 
355 

Arg Met Val Tyr 
370 

Arg Trp Leu Glu 
385 

Pro Gin Arg Asp 

Val Val Gly Lys 
420 

Glu Met Met Glu 
435 

Met Leu Glu Lys 
450 

Ala Lys Glu Lys 
465 

Phe lie Met Asn 

Phe Ser Glu Ala 
500 

Leu Ala Gin Ser 
515 

Glu Trp Phe Thr 
530 

Thr Asn Gin lie 
545 

Trp Gly Thr Glu 

He Val Gly His 
580 

Tyr Asp Lys Asn 
595 

Glu Lys Phe Lys 
610 

Tyr Tyr Trp Lys 
625 

Gly Glu Asn He 

Tyr Arg Lys Trp 
660 

Leu Pro Gly He 
675 

Ala His Val Arg 
690 

Val Gin He Gly 
705 

He Ser Asn Phe 



280 

Ser Glu Ala Met 
295 

He Pro Gin Phe 
310 

Arg Leu Tyr Pro 
325 

Val Arg Val Pro 

Glu Arg Lys Lys 
360 

Ser Arg He Pro 
375 

Phe Ser Arg Val 
390 

Lys Cys Val Asn 
405 

Met Phe Val Asp 

Glu Leu Val Glu 
440 

Glu Asn Glu Trp 
455 

Ala Arg Ala Val 
470 

Asp Thr His Val 
485 

Asp Tyr Phe Gly 

Asp Phe Phe Trp 
520 

Asn Pro Thr Thr 
535 

Arg Phe Pro Ala 
550 

Tyr Pro Arg Ser 
565 

Glu Phe Thr His 

Gly Asn Leu Asp 
600 

Glu Lys Thr Lys 
615 

Lys Ala Gly Leu 
630 

Ala Asp Asn Gly 
645 

He Asn Asp Arg 

Thr Phe Thr Asn 
680 

Cys Asn Ser Tyr 
695 

Ala His Ser Pro 
710 

Glu Glu Phe Gin 



Tyr Asn Lys Met 
300 

Asp Trp Leu Gly 
315 

His Leu Lys Asp 
330 

Gin Tyr Phe Lys 
345 

Thr He Asp Asn 

Asn Leu Ser Arg 
380 

He Gin Gly Thr 
395 

Phe He Glu Ser 
410 

Val Tyr Phe Gin 
425 

Gly Val Arg Trp 

Met Asp Ala Gly 
460 

Leu Ala Lys Val 
475 

Asn Glu Asp Leu 
490 

Asn Val Leu Gin 
505 

Leu Arg Lys Ala 

Val Asn Ala Phe 
540 

Gly Glu Leu Gin 
555 

Leu Ser Tyr Gly 
570 

Gly Phe Asp Asn 
585 

Pro Trp Trp Ser 

Cys Met He Asn 
620 

Asn Val Lys Gly 
635 

Gly Leu Arg Glu 
650 

Arg Gin Gly Leu 
665 

Asn Gin Leu Phe 

Arg Pro Glu Ala 
700 

Pro Gin Phe Arg 
715 

Lys Ala Phe Asn 



285 

Asn He Ser Glu 

Tyr He Lys Lys 
320 

He Ser Pro Ser 
335 

Asp Leu Phe Arg 
350 

Tyr Leu Val Trp 
365 

Arg Phe Gin Tyr 

Thr Thr Leu Leu 
400 

Ala Leu Pro Tyr 
415 

Glu Asp Lys Lys 
430 

Ala Phe He Asp 
445 

Thr Lys Arg Lys 

Gly Tyr Pro Glu 
480 

Lys Ala He Lys 
495 

Thr Arg Lys Tyr 
510 

Val Pro Lys Thr 
525 

Tyr Ser Ala Ser 

Lys Pro Phe Phe 
560 

Ala He Gly Val 
575 

Asn Gly Arg Lys 
590 

Thr Glu Ser Glu 
605 

Gin Tyr Ser Asn 

Lys Arg Thr Leu 
640 

Ala Phe Arg Ala 
655 

Glu Glu Pro Leu 
670 

Phe Leu Ser Tyr 
685 

Ala Arg Glu Gin 

Val Asn Gly Ala 
720 

Cys Pro Pro Asn 
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725 730 735 

Ser Thr Met Asn Arg Gly Met Asp Ser Cys Arg Leu Trp 
740 745 



m 
m 



<210> 3 
<211> 749 
<212> PRT 
<213> Unknown 

<220> 

<22 3> Human PEX 
<400> 3 

Met Glu Ala Glu Thr Gly Ser Ser Val Glu Thr Gly Lys Lys Ala Asn 

15 10 15 

Arg Gly Thr Arg lie Ala Leu Val Val Phe Val Gly Gly Thr Leu Val 

20 25 30 

Leu Gly Thr lie Leu Phe Leu Val Ser Gin Gly Leu Leu Ser Leu Gin 

35 40 45 

Ala Lys Gin Glu Tyr Cys Leu Lys Pro Glu Cys lie Glu Ala Ala Ala 

50 55 60 

Ala lie Leu Ser Lys Val Asn Leu Ser Val Asp Pro Cys Asp Asn Phe 
65 70 75 80 

Phe Arg Phe Ala Cys Asp Gly Trp lie Ser Asn Asn Pro lie Pro Glu 

85 90 95 

Asp Met Pro Ser Tyr Gly Val Tyr Pro Trp Leu Arg His Asn Val Asp 

100 105 110 

Leu Lys Leu Lys Glu Leu Leu Glu Lys Ser He Ser Arg Arg Arg Asp 
n 115 120 125 

yr^, Thr Glu Ala He Gin Lys Ala Lys He Leu Tyr Ser Ser Cys Met Asn 

fl 130 135 140 

' Glu Lys Ala He Glu Lys Ala Asp Ala Lys Pro Leu Leu His He Leu 

145 150 155 160 

Arg His Ser Pro Phe Arg Trp Pro Val Leu Glu Ser Asn He Gly Pro 

165 170 175 

Glu Gly Val Trp Ser Glu Arg Lys Phe Ser Leu Leu Gin Thr Leu Ala 

180 185 190 

Thr Phe Arg Gly Gin Tyr Ser Asn Ser Val Phe He Arg Leu Tyr Val 

195 200 205 

Ser Pro Asp Asp Lys Ala Ser Asn Glu His He Leu Lys Leu Asp Gin 

210 215 220 

Ala Thr Leu Ser Leu Ala Val Arg Glu Asp Tyr Leu Asp Asn Ser Thr 
225 230 235 240 

Glu Ala Lys Ser Tyr Arg Asp Ala Leu Tyr Lys Phe Met Val Asp Thr 

245 250 255 

Ala Val Leu Leu Gly Ala Asn Ser Ser Arg Ala Glu His Asp Met Lys 

260 265 270 

Ser Val Leu Arg Leu Glu He Lys He Ala Glu He Met He Pro His 

275 280 285 

Glu Asn Arg Thr Ser Glu Ala Met Tyr Asn Lys Met Asn He Ser Glu 

290 295 300 

Leu Ser Ala Met He Pro Gin Phe Asp Trp Leu Gly Tyr He Lys Lys 
305 310 315 320 

Val He Asp Thr Arg Leu Tyr Pro His Leu Lys Asp He Ser Pro Ser 
325 330 335 
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Glu Asn Val Val 
340 

lie Leu Gly Ser 
355 

Arg Met Val Tyr 
370 

Arg Trp Leu Glu 
385 

Pro Gin Trp Asp 

Val Val Gly Lys 
420 

Glu Met Met Glu 
435 

Met Leu Glu Lys 
450 

Ala Lys Glu Lys 
465 

Phe lie Met Asn 

Phe Ser Glu Ala 
500 

Leu Ala Gin Ser 
515 

Glu Trp Phe Thr 
530 

Thr Asn Gin lie 
545 

Trp Gly Thr Glu 

lie Val Gly His 
580 

Tyr Asp Lys Asn 
595 

Glu Lys Phe Lys 
610 

Tyr Tyr Trp Lys 
625 

Gly Glu Asn lie 

Tyr Arg Lys Trp 
660 

Leu Pro Gly He 
675 

Ala His Val Arg 
690 

Val Gin He Gly 
705 

He Ser Asn Phe 

Ser Thr Met Asn 
740 



Val Arg Val Pro 

Glu Arg Lys Lys 
360 

Ser Arg He Pro 
375 

Phe Ser Arg Val 
390 

Lys Cys Val Asn 
405 

Met Phe Val Asp 

Glu Leu Val Glu 
440 

Glu Asn Glu Trp 
455 

Ala Arg Ala Val 
470 

Asp Thr His Val 
485 

Asp Tyr Phe Gly 

Asp Phe Phe Trp 
520 

Asn Pro Thr Thr 
535 

Arg Phe Pro Ala 
550 

Tyr Pro Arg Ser 
565 

Glu Phe Thr His 

Gly Asn Leu Asp 
600 

Glu Lys Thr Lys 
615 

Lys Ala Gly Leu 
630 

Ala Asp Asn Gly 
645 

He Asn Asp Arg 

Thr Phe Thr Asn 
680 

Cys Asn Ser Tyr 
695 

Ala His Ser Pro 
710 

Glu Glu Phe Gin 
725 

Arg Gly Met Asp 



Gin Tyr Phe Lys 
345 

Thr He Ala Asn 

Asn Leu Ser Arg 
380 

He Gin Gly Thr 
395 

Phe He Glu Ser 
410 

Val Tyr Phe Gin 
425 

Gly Val Arg Trp 

Met Asp Ala Gly 
460 

Leu Ala Lys Val 
475 

Asn Glu Asp Leu 
490 

Asn Val Leu Gin 
505 

Leu Arg Lys Ala 

Val Asn Ala Phe 
540 

Gly Glu Leu Gin 
555 

Leu Ser Tyr Gly 
570 

Gly Phe Asp Asn 
58 5 

Pro Trp Trp Ser 

Cys Met He Asn 
620 

Asn Val Lys Gly 
635 

Gly Leu Arg Glu 
650 

Arg Gin Gly Leu 
665 

Asn Gin Leu Phe 

Arg Pro Glu Ala 
700 

Pro Gin Phe Arg 
715 

Lys Ala Phe Asn 
730 

Ser Cys Arg Leu 
745 



Asp Leu Phe Arg 
350 

Tyr Leu Val Trp 
365 

Arg Phe Gin Tyr 

Thr Thr Leu Leu 
400 

Ala Leu Pro Tyr 
415 

Glu Asp Lys Lys 
430 

Ala Phe He Asp 
445 

Thr Lys Arg Lys 

Gly Tyr Pro Glu 
480 

Lys Ala He Lys 
495 

Thr Arg Lys Tyr 
510 

Val Pro Lys Thr 
525 

Tyr Ser Ala Ser 

Lys Pro Phe Phe 
560 

Ala He Gly Val 
575 

Asn Gly Arg Lys 
590 

Thr Glu Ser Glu 
605 

Gin Tyr Ser Asn 

Lys Arg Thr Leu 
640 

Ala Phe Arg Ala 
655 

Glu Glu Pro Leu 
670 

Phe Leu Ser Tyr 
685 

Ala Arg Glu Gin 

Val Asn Gly Ala 
720 

Cys Pro Pro Asn 
735 

Trp 



<210> 4 
<211> 747 
<212> PRT 
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<213> Unknown 
<220> 

<223> Human PEX 

Met Glu^Ser Gin Met Asp He Thr Asp He Asn Thr Pro Lys Pro Lys 
1 5 10 . 

Lys Lys Gin Arg Trp Thr Pro Leu Glu He Ser Leu Ser Val Leu Val 

20 25 30 

Leu Leu Leu Thr He He Ala Val Thr Met He Ala Leu Tyr Ala Thr 

35 40 45 

Tyr Asp Asp Gly He Cys Lys Ser Ser Asp Cys He Lys Ser Ala Ala 

50 55 60 

Arq Leu He Gin Asn Met Asp Ala Thr Thr Glu Pro Cys Thr Asp Phe 
65 70 75 80 

Phe Lys Tyr Ala Cys Gly Gly Trp Leu Lys Arg Asn Val He Pro Glu 
85 90 
iB Thr Ser Ser Arg Tyr Gly Asn Phe Asp He Leu Arg Asp Glu Leu Glu 

i*i 100 105 110 

pi Val Val Leu Lys Asp Val Leu Gin Glu Pro Lys Thr Glu Asp He Val 

115 12 0 125 

Ala Val Gin Lys Ala Lys Ala Leu Tyr Arg Ser Cys He Asn Glu Ser 
J' *^ 13 5 1-4 0 

Ala He Asp Ser Arg Gly Gly Glu Pro Leu Leu Lys Leu Leu Pro Asp 
h3 15 0 155 

He Tvr Gly Trp Pro Val Ala Thr Glu Asn Trp Glu Gin Lys Tyr Gly 
ITJ 165 170 175 

m Ala Ser Trp Thr Ala Glu Lys Ala He Ala Gin Leu Asn Ser Lys Tyr 

hi 180 185 190 ^ 

U Gly Lys Lys Val Leu He Asn Leu Phe Val Gly Thr Asp Asp Lys Asn 

'A 195 200 205 

H Ser Val Asn His Val He His He Asp Gin Pro Arg Leu Gly Leu Pro 

210 215 220 

ser Arg Asp Tyr Tyr Glu Cys Thr Gly He Tyr Lys Glu Ala Cys Thr 

230 235 2"*^ 

ila Tyr Val Asp Phe Met He Ser Val Ala Arg Leu He Arg Gin Glu 

245 250 255 

Glu Arg Leu Pro He Asp Glu Asn Gin Leu Ala Leu Glu Met Asn Lys 

260 265 270 

Val Met Glu Leu Glu Lys Glu He Ala Asn Ala Thr Ala Lys Pro Glu 

275 280 285 

ASP Arg Asn Asp Pro Met Leu Leu Tyr Asn Lys Met Thr Leu Ala Gin 

290 295 300 

He Gin Asn Asn Phe Ser Leu Glu He Asn Gly Lys Pro Phe Ser Trp 

310 

Leu Asn Phe Thr Asn Glu He Met Ser Thr Val Asn He Ser He Thr 

325 330 335 

Asn Glu Glu Asp Val Val Val Tyr Ala Pro Glu Tyr Leu Thr Lys Leu 

340 345 350 

Lys Pro He Leu Thr Lys Tyr Ser Ala Arg Asp Leu Gin Asn Leu Met 

355 360 365 

Ser Trp Arg Phe He Met Asp Leu Val Ser Ser Leu Ser Arg Thr Tyr 

370 375 380 

Lys Glu ser Arg Asn Ala Phe Arg Lys Ala Leu Tyr Gly Thr Thr Ser 
385 390 395 400 

Glu Thr Ala Thr Trp Arg Arg Cys Ala Asn Tyr Val Asn Gly Asn Met 
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Ai n 415 

405 



Glu Asn Ala Val Gly Arg Leu Tyr Val Glu Ala Ala Phe Ala Gly Glu 
Ser Lys His Va°i Val Glu Asp Leu lie Ala Gin He Arg Glu Val Phe 



He Gin Thr Leu Asp Asp Leu Th^ Trp Met Asp Ala Glu Thr Lys Lys 



440 



455 



460 



^rg Ala Glu Glu Lys Ala Leu Ala He Lys Glu Arg He Gly Tyr Pro 
Isp ASP He val Ser Tsn Asp Asn Lys Leu Asn Asn Glu Tyr Leu Glu 
Leu Asn Tyr Lys Glu Asp Glu Tyr Phe Glu Asn He He Gin Asn Leu 
^ys Phe ser G°in Ser Lys Gin Leu Lys Lys Leu Arg Glu Lys Val Asp 
Lys ASP gIu Trp He Ser Gly All Ala Val Val Asn Ala Phe Tyr Ser 



535 



3 ser Arg Asn Gin He Val Phe Pro Ala Gly He Leu Gin Pro Pro 

% Itl Phe ser Ala Gin Gin Ser Asn Ser Leu Asn Tyr Gly Gly He Gly 

f] Met val He Gly h" Glu He Thr His G^y Phe Asp Asp Asn Gly Arg 

|=# R 8 0 5 8 5 

15 Asn Phe Asn Lys Asp Gly Asp Leu Val Asp Trp Trp Thr Gin Gin Ser 

1 Ala ser Asl Phe Lys ■ Glu Gin Ser Gin Cys Met Val Tyr Gin Tyr Gly 

i-'^^ 615 O ^ U 

i Asn Phe ser Trp Asp Leu Ala Gly Gly Gin His Leu Asn Gly He Asn 

B Thr Leu Gly Glu Asn He Ala Asp Asn Gly Gly Leu Gly Gin Ala Tyr 

645 



Arg Ala Tyr Gin Asn Tyr He Lys Lys Asn Gly Glu Glu Lys Leu Leu 
pro Gly Leu fsp Leu Asn His Lys g" Leu Phe Phe Leu Asn Phe Ala 
Gin val Trp Cys Gly Thr Tyr Irg Pro Glu Tyr Ala Val Asn Ser He 
Lys Thr Asp Val His Ser Pro Gly Asn Phe Arg He He Gly Thr Leu 



710 



Gin Asn Ser Ala Glu Phe Ser Glu Ala Phe His Cys Arg Lys Asn Ser 



725 



730 



Tyr Met Asn Pro Glu Lys Lys Cys Arg Val Trp 



740 745 



<210> 5 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Human PEX-specific primer 



<400> 5 
ggaggaattg gttgagggcg 



20 
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<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Human PEX-specific primer 

<400> 6 20 
gtagaccacc aaggatccag 

<210> 7 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Human PEX-specific primer 



i., <400> 7 24 



cgtgcccaga actagggtgc cacc 



m 

P 

i: <210> 8 

<2ii> 20 

<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Oligonucleotide PEX-4 used as primer 

<400> 8 
ctggatcctt ggtggtctac 



<210> 9 
<211> 19 
<212> DNA 

<213> Artificial Sequence 



20 



<220> 

<223> Oligonucleotide PEX-5 used as primer 

<400> 9 
cactgtgcaa ctgtctcag 



<210> 10 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide PEXMycl used as primer 
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<400> 10 



m 



i3 



m 



ttggatgtca acgcctcg 

<210> 11 
<211> 70 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligonucleotide PEXMyc2 used as a primer 

ctaccacaat'ctacagttgt tcaggtcctc ttcgctaatc agcttttgtt ccatagagtc 60 
catgcctctg 



